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Dr. Ro Osawa is a Professor, Department of Microbiology and Immunology, Department of 
Bioresource Science, and the Director of Research Center for Food Safety and Security, Graduate 
School of Agricultural Science, Kobe University. At same time, he is also holding a Professorship for 
Division of Bacteriology, Graduate School of Medicine/ School of Medicine at the Kobe University. 
He has had an extensive career in Bacteriology, studying on a wide range of bacteria from 
pathogenic ones (e.g. E. coli O157, Vibrio cholerae, V. parahaemolyticus, Streptococcus suis, S. 
gallolyticus) to probiotic ones (e.g. lactobacilli and bifidobacteria), a corresponding range of hosts 
from koala to human, and again a corresponding range of professional careers from a research 
director of a zoo to a chief investigator for a Japanese human health laboratory. Dr. Osawa 
obtained his veterinary degree (BV.M) from Hokkaido University, Japan and a Ph.D in the field of 
veterinary medicine from University of Queensland, Australia, and another Ph.D in the field of 
agricultural science from Tohoku University, Japan. His extensive career and research experience 
in the field of Bacteriology make him well qualified to discuss not only development of technologies 
to ensure “traceability” of pathogenic bacterial endangering safety of foods and agricultural 
products in the course of “from stable to table” but also development of safe and effective probiotics 
to promote health of both human and animals. To reflect his international scientific recognition in 
the areas of both pathogenic and probiotic bacteriology, he has been invited as an invited speakers 
for The 8th International Conference on Emerging Infectious Diseases in the Pacific Rim in Dhaka, 
Bangladesh, 2003, The 13th International Conference on Emerging Infectious Diseases in the 
Pacific Rim in Kolkata, India, 2009, and the 9th international Mammalogical Congress in Sappro, 
Japan, 2005.  He is currently a Unit leader for Innovative BioProduction KOBE supported by 
Special Coordination Funds for Promoting Science and Technology, MEXT, Japan, developing 
novel probioics and synbiotics.  
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